(CGrcular) MAP of: Peawll6.Seq check: 4303 from 1 to: 5850
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gaattcgaagttcctatactttctagagaat aggaactt ccgggat cggcccat cgat aa

cttaagctt caaggat at gaaagat ct ctt at cctt gaaggccct agccgggt aget at t
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gctt ggt acccgggcggecgcet agcagat ct aget t ATGATAGTGATGTGCTTAAAAACT
--------- T T e

cgaaccat gggcccgecggegat cgt ct agat cgaaTACTATCACTACACGAATTTTTGA

I
TACTCAATGGECTGGT TTATGCATAT CGCAATACAT GCGAAAAACCT AAAAGAGCTTGCCG

ATGAGT TACCGACCAAATACGTATAGCGT TATGTACCCTTTTTGGATTTTCTCGAACGEC
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ATAAAAAAGGCCAATTTATTGCTATTTACCGCGGCTTTTTAT TGAGCT TGAAAGATAAAT
TATTTTTTCCGGT TAAATAACGATAAAT GGCCCCGAAAAATAACTCGAACTTTCTATTTA
AAAATAGATAGGT TTTATTTGAAGCTAAATCTTCTTTATCGT AAAAAATGCCCTCTTGGEG
TTTTATCTATCCAAAATAAACT TCGATTTAGAAGAAATAGCATTTTTTACGGGAGAACCC
TTATCAAGAGGGTCATTATATTTCGCGGAATAACAT CATTTGGT GACGAAATAACTAAGC

AATAGT TCTCCCAGTAATATAAAGCCCCTTATTGTAGTAAACCACTGCTTTATTGATTCG
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ACTTGTCTCCTGITTACTCCCCTGAGCT TGAGGGGT TAACATGAAGGT CATCGATAGCAG
TGAACAGAGGACAAAT GAGGGGACT CGAACT CCCCAATTGTACTTCCAGTAGCTATCGTC
GATAATAATACAGTAAAACGCTAAACCAATAAT CCAAAT CCAGCCATCCCAAATTGGTAG

CTATTATTATGTCATTTTGCGATTTGGT TATTAGGT TTAGGT CGGTAGGGT TTAACCATC

I
TGAATGATTATAAATAACAGT AAACAGT AAT GGCCCAATAACACCGGT TCCATTGGTAAG

AGCGACATTACGTCCATTTCCCTAGGGTGGTGGTCGGT TATTTTAATTTTGTCCCTTTAG
TAACCAACCTTCAGATATAAACGCTAAAAAGCCAAATGCACTACTATCTGCAATAAATTC

ATTGGT TCGGAAGTCTATATTTGCGATTTTTCCGT TTACGT GATGATAGACGT TATTTAAG
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GAGCAGTACTGCCGITTTTTCGCCCCATTTAGTGECTATTCT TCCTGCCACAAAGECT TG
CTCGT CATGACGGCAAAAAAGCGGEGEGT AAAT CACCGATAAGAAGGACGGTGT TTCCGAAC
GAATACTGAGT GTAAAAGACCAAGACCCGCTAATGAAAAGCCAACCATCATGCTATTCCA

CTTATGACTCACATTTTCTGGI TCTGGGECGATTACTTTTCGGT TGGTAGTACGATAAGGT
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TCCAAAACGATTTTCGGTAAATAGCACCCACACCGT TGCCEGAATTTGECCTATCAATTG

AGGTTTTGCTAAAAGCCATTTATCGT GGGT GT GGCAACGCCCT TAAACCGGATAGI TAAC

B

S

t

1 E
Al (o
cO o]
c7 R

|

Il
CCCTGAAAAATAAAT AATCAACAAAAT GGGCATCGT TTTAAATAAAGT GATGTATACCGA
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ACGGAACCAAAACATAACCACAAGGAAAGT GACAATATTTAGCAACGCAGCGATAAAAAA
--------- o

TCCCTTGGITTTGTATTGGTGI TCCTTTCACTGT TATAAATCGT TGCGTCGCTATTTTTT

GGGACTATGCGGTGAAATCTCTCCTGCAAAACCACCAATAATAGGECCCCGCTATTAAACC
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TTCCEGT TTTGAACGGEGGAT TGGT TGECT TGGT GAAGT GCGCAACT CTTCGACT CCACCA
ATCGCCAAT GACCGAT GCCGCGACAGCCCCAGT AGCT CCTGT GATCCCTGAAAGCAAACG

TAGCCGT TACTGECTACGECGCT GT CCEGGT CATCGAGGACACTAGGGACTTTCGI TTGC
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GCCTAAATACAGCAT CCAAAGCGCACT TGAAAAAGCCAGCAATAAGT AATCCAGCGATGC

CCGATTTATGTCGTAGGT TTCCCGTGAACT TTTTCGGTCGT TATTCATTAGGTCGCTACG

S

I
GCCTATTAATGACAACAACAGCACT GGECGCCGACCAAATCAGTCAGACATTTTTCCAAG

CCGATAATTACTGTTGI TGT CGT GACCCGECGECTGGT TTAGCCAGT CTGTAAAAAGGTTC
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CCAAGGAGCAAAGATAACCT GCATTAACGCATAAAGT GCAAGCAATACGCCAAAGTGGT T

TCGCTATAGAAGGCTTCGT TATTTAAGT GCATTATTGCAACCGT TCTGACCGTACTATTC
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GCCAATCCCCATGCCATCGAGT AACGTAATTACCAATGCCGATCTTTGTCGAACTATTCAT

CGGT TAGGGGTACCGTAGCTCATTGCAT TAATGGT TACGCTAGAAACAGCTTGATAAGTA
TTCACTTTTCTCTATCACT GATAGGGAGT GGTAAAATAACTCTATCAATGATAGAGTGTC

AAGTGAAAAGAGATAGT GACTATCCCTCACCATTTTATTGAGATAGT TACTATCTCACAG
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AACAAAAATTAGGAATTAATGATGT CTAGATTAGATAAAAGT AAAGT GATTAACAGCGCA
--------- e A S &

TTGTTTTTAATCCTTAATTACTACAGATCTAATCTATTTTCATTTCACTAATTGTCGCGT

TTAGAGCTGCTTAATGAGGT CGGAAT CGAAGGT TTAACAACCCGT AAACT CGCCCAGAAG

AATCTCGACGAATTACTCCAGCCTTAGCT TCCAAATTGT TGGGCATTTGAGCGEGTCTTC

1320

1380

1440

1500

1560

1620

1680

1740



1741

1801

1861

1921

1981

2041

2101

2161

CTAGGTGTAGAGCAGCCTACATTGTATTGGCATGTAAAAAATAAGCGEECTTTGCTCGAC
GATCCACATCTCGTCGGATGTAACATAACCGTACATTTTTTATTCGCCCGAAACGAGCTG
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GCCTTAGCCATTGAGATGT TAGATAGGCACCATACTCACTTTTGCCCTTTAGAAGGGGAA

TCGACCGTTCTAAAAAATGCCATTATTGCGATTTTCAAAATCTACACGAAATGATTCAGTA
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I
CGCGATGGAGCAAAAGT ACATTTAGGTACACGGECCTACAGAAAAACAGTATGAAACTCTC

GCGCTACCTCGITTTCATGTAAATCCATGT GCCGGATGTCTTTTTGTCATACTTTGAGAG
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GAAAATCAATTACCCTTTTTATGCCAACAACEWTTTTCACTACAEAATGiﬁéTATATGCA
CTTTTAGI TAATCGGAAAAATACGGT TGT TCCAAAAAGT GATCTCTTACGT AATATACGT
CTCAGCCCTGIGECCCATTTTACT TTAGGT TGCGTATTGGAAGATCAAGAGCATCAAGTC
GAGT CGCGACACCCCGTAAAAT GAAATCCAACGCATAACCTTCTAGT TCTCGTAGT TCAG

GCTAAAGAAGAAAGGGAAACACCTACTACTGATAGTATGCCGCCAT TATTACGACAAGCT
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ATCGAATTATTTGATCACCAAGGT GCAGAGCCAGCCTTCTTATTCGGCCTTGAATTGATC
--------- T T

TAGCTTAATAAACTAGTI GGTTCCACGT CTCGGT CGGAAGAAT AAGCCGGAACT TAACTAG
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ATATGCGGATTAGAAAAACAACT TAAAT GT GAAAGT GGGT CTTAAAAGCAGCATAACCTT

TATACCCCTAATCTTTTTGTI TGAATTTACACTTTCACCCAGAATTTTCGTCGTATTGGAA

——m~vw

TTTCCGTGATGGTAACTTCACGGTAACCAAGATGTCGAGT TAACCACCCTTTAGATTCAT

TTTCCCTTTTATTACGCCGAGGT TGCATGGGTGGATTTACCT TTGCCGCAAGT GAGGT TA

CTAAACACGCACAACAGATTTTACGTGAATGTTTGGAAGGAACGTCAATTCCCATTTCAT

GATTTGIGCGTGT TGT CTAAAATGCACT TACAAACCT TCCTTGCAGT TAAGGGT AAAGT A
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GAAAATATTGAATACCACTTAATGTGATCATTGAACCATTTTCAGTGATCCATTCCTGT T
--------- o

CTTTTATAACTTATGGTGAATTACACTAGT AACT TGGTAAAAGT CACTAGGTAACGACAA

GACAAAGGGAATCATAGATCCTGCAAGCCT CGT CGT CCTGECCGGACCACCCTATCTGT G

CTGITTCCCTTAGTATCTAGGACGT TCGGAGCAGCAGGACCGGECCTGGTGCGATAGACAC
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CAAGGT CCCCGECCCCEGACGCGCECT CCAT GAGCAGAGCGCCCGCCGCCGAGECGAAGA

GI'TCCAGEGEECCEEEECCT GCGCECGAGGT ACT CGT CTCECEEECEECEECTCCECTTCT
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CTCGEECEECECCCT GCCCGT CCCACCAGGT CAACAGECGGTAACCGECCTCTTCATCGG
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CTTACGCGCGCTGGAAGT CGTAGCGECCGT ACAGGGEEGACCGCCTGCCCT TCATAGGT CG

———ao-g

~—0ooX

TCGAGT GEGT GGT GAGCAGCT CECCGT CECECAGCAGECGCCAGCGCT CCATCCACGCAG

AGCTCACCCACCACT CGT CGAGCGGECAGCGCGT CGT CCGCGGT CGCGAGGTAGGTGCGTC
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TGACCT CAGCCGGAAAACGGEGAAGACACACT CATGAGATGCCTGCAAGCAATTCGTTCTG
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atctcttatccttgaagccct aggAGATGCEECCT GCGTAGCACCGECCGTAGT GECCGC

2700

2760

2820

2880

2940

3000



3001

3061

3121

3181

3241

3301

——sSom

CCACAGGT GCGGT TGCTGECGCCTATAT CGCCGACAT CCACCGAT GGGGAAGAT CGGGECT
GGTGTCCACGCCAACGACCGCGGATATAGCGECT GTAGGT GGCTACCCCT TCTAGCCCGA
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CGCCACTTCGEECTCATGAGCCCTTGT TTCGECGT GAGTAT GGT GECAGECCCCGTGECC
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CCGGAGT TGGAT GATGACCGCGACGAAGGAT TACGT CCTCAGCGTATTCCCTCTCGCAGC
ACCGATGCCCTTGAGAGCCT TCAACCCAGT CAGCT CCTTCCGGT GGGCGCGEEECATGAC
TGGCTACGGGAACT CTCGGAAGT TGGGT CAGT CGAGGAAGGCCACCCGECGCCCCGTACTG
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TATCGTCGCCGCACTTATGACTGTCTTCTTTATCATGCAACT CGT AGGACAGGT GCCGGEC

ATAGCAGCGGCGT GAATACT GACAGAAGAAATAGT ACGT TGAGCAT CCTGT CCACGECCG
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AGCGCTCTGGEGTCATTTTCGECGAGGACCGCT TTCGCT GGAGCGCGACGAT GAT CGECCT
TCGCGAGACCCAGT AAAAGCCCCT CCTGECGAAAGCGACCT CGCGCTGCTACT AGCCGGA

GICCCTTGCGGTATTCGCGAAT CT TGCACGCCCT CGCTCAAGCCT TCGTCACTGGT CCCCC

CAGCGAACGCCATAAGCCT TAGAACGT GCCEGAGCGAGT TCGGAAGCAGT GACCAGEECG

E
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]
CACCAAACGT TTCGGCGAGAAGCAGECCATTATCGCCGGECAT GECGEECCGACECECTEEG
--------- U S g

GI'GGTTTGCAAAGCCGCT CT TCGT CCGGTAATAGCGECCGTACCGCCGEECTGCGCGACCC

I
CTACGTICTTGCTGECGT TCECGACGCGAGCCTGGATGECCTTCCCCATTATGATTCTTCT

--------- T
GCGAAGGCCGCCGTAGCCCTACGEGECGECAACGT CCGGTACGACAGGT CCGTCCATCTACT

CGACCAT CAGCGACAGCT TCAAGGAT CGCTCGCGECTCTTACCAGCCTAACT TCGATCAC

GCTGGTAGT CCCTGT CGAAGT TCCTAGCGAGCGCCGAGAATGGTCCGATTGAAGCTAGT G
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TGGACCGCT GATCGT CACGGECGAT TTAT GCCGCCT CGGCGAGCACAT GGAACGEGT TGEC

ACCTGGCGACTAGCAGT GCCCCTAAATACGECCGAGCCGECT CGT GTACCT TGCCCAACCG

ATGCGATTGTAGECGCCGECCCTATACCT TGT CTGCCTCCCCECGT TACGT CECGGTGCATG

TACCTAACAT CCGCGEGECEEGAT AT GGAACAGACGGAGGGEECGCAACGCAGCGECCACGTAC

GAGCCGGGECCACCT CGACCT GAAT GGAAGCCGGCGECACCT CGCTAACGGATTCACCACT

CTCGCECCCGGT CGAGCTGGACT TACCT TCGECCGECCGT GGAGCGAT TGCCTAAGT GGTGA
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CCAAGAATTGGAGCCAATCAATTCTTGCGGAGAACT GTGAATGCGCAAACCAACCCTTGG

GGTTCTTAACCT CGGT TAGT TAAGAACGCCTCTTGACACT TACGCGT TTGGT TGGGAACC

I
CAGAACATATCCATCGCGT CCGCCAT CTCCAGCAGCCGCACGCGEECGCATCECGT TGCTG

GICTTGTATAGGTAGCGCCAGGECGGT AGAGGT CGT CGECGT GCGCCGCGT AGCGCAACGAC
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GCGITTTTCCATAGGCT CCGCCCCCCT GACGAGCAT CACAAAAAT CGACGCTCAAGT CAG

CGCAAAAAGGT AT CCGAGGCGEEGEEGACT GCTCGTAGTGT TTTTAGCTGCGAGT TCAGTC

I
AGGT GGCGAAACCCGACAGGACTATAAAGATACCAGGECGT TTCCCCCTGGAAGCTCCCTC

TCCACCGCTTTGECCTGICCTGATAT T TCTAT GGT CCGCAAAGGEGECGACCT TCGAGGGAG
GTGCGCTCTCCTGI TCCGACCCTGCCGCT TACCGGATACCTGTCCGCCTTTCTCCCTTCG
CACGCGAGAGGACAAGGECT GGGACGGECGAAT GGCCT AT GGACAGGCGGAAAGAGGGAAGC
GGAAGCGTGECECTTTCTCATAGCT CACGCTGTAGGTATCTCAGT TCGGTGTAGGTCGT T

CCTTCGCACCGCGAAAGAGT ATCGAGT GCGACAT CCATAGAGT CAAGCCACATCCAGCAA
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CGCTCCAAGCT GEECTGT GT GCACGAACCCCCCGT TCAGCCCGACCGCTGCGCCTTATCC
GCGAGGT TCGACCCGACACACGT GCT TGEEGEEECAAGT CEGECT GECGACGCGGAATAGG
GGTAACTATCGT CTTGAGT CCAACCCGGT AAGACACGACT TATCGCCACT GGCAGCAGCC

CCATTGATAGCAGAACT CAGGT TGGGCCATTCTGT GCTGAATAGCGGT GACCGT CGTCGG
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ACTGGTAACAGGAT TAGCAGAGCGAGGT ATGTAGECGGT GCTACAGAGT TCTTGAAGT GG
TGACCATTGI CCTAATCGT CTCGCTCCATACAT CCGCCACGATGT CTCAAGAACTTCACC

TGGCCTAACTACGCECTACACTAGAAGGACAGTATTTGGTATCTGCGCT CTGCTGAAGCCA

CAATGGAAGCCTTTTTCTCAACCAT CGAGAACTAGCCCGTTTGT TTGGT GECGACCATCG
GGTGGITTTTTTGI TTGCAAGCAGCAGAT TACGCGCAGAAAAAAAGGAT CTCAAGAAGAT
CCACCAAAAAAACAAACGT TCGTCGTCTAATGCCCGTCTTTTTTTCCTAGAGTTCTTCTA
CCTTTGATCTTTTCTACGGEEGT CTGACGCT CAGT GGAACGAAAACT CACGT TAAGGGATT
GGAAACT AGAAAAGAT GCCCCAGACT GCGAGT CACCTTCCTTTTGAGT GCAATTCCCTAA
TTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGT
AACCAGTACTCTAATAGTTTTTCCTAGAAGTGGATCTAGGAAAATTTAATTTTTACTTCA
TTTAAATCAATCTAAAGTATATATGAGTAAACT TGGTCTGACAGT TACCAATCCTTAATC

AAATTTAGT TAGATTTCATATATACTCATTTGAACCAGACTGTCAATGGT TACGAATTAG
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AGTGAGGCACCTATCTCAGCGATCTGICTATTTCGT TCATCCATAGT TGCCTGACTCCCC

TCACTCCGT GGATAGAGT CGCTAGACAGATAAAGCAAGTAGGTATCAACGGACT GAGEGEG
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GICGTGTAGATAACTACGAT ACGEGAGGECT TACCAT CTGGECCCCAGT GCTGCAATGATA

CAGCACATCTATTGATGCTAT GCCCTCCCGAAT GGTAGACCGEEEGT CACGACGT TACTAT

I
CCGCGAGACCCACGCT CACCGGCTCCAGATTTATCAGCAAT AAACCAGCCAGCCGGAAGG

GGECECTCTGEGT GCGAGT GGCCGAGGT CTAAATAGT CGT TATTTGGTCGGTCGECCTTCC

I
GCCGAGCGCAGAAGT GGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGITGC

CGGECTCCCGT CTTCACCAGGACGT TGAAATAGCCCGAGGTAGGT CAGATAATTAACAACG

F
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CGGGAAGCTAGAGTAAGTAGT TCGCCAGTTAATAGT TTGCGCAACGTTGTTGCCATTCGCT
--------- T

GCCCTTCGATCTCATTCATCAAGCGGT CAAT TATCAAACGCGT TGCAACAACGGTAACGA

S

I
GCAGGCATCGT GGTGI CACCCTCGT CGT TTGGTATGGECT TCATTCAGCT CCGGT TCCCAA

CGT CCGT AGCACCACAGT GCGAGCAGCAAACCATACCGAAGT AAGT CGAGGCCAAGGGT T
CGATCAAGGCCGAGT TACATGATCCCCCATGT TGT GCAAAAAAGCGGT TAGCTCCTTCGGT

GCTAGTTCCGCTCAATGTACTAGGEGGEGTACAACACGT TTTTTCGCCAAT CGAGGAAGCCA

I
CCTCCGATCGT TGTCAGAAGT AAGT TGECCGCAGT GT TATCACT CATGGT TATGGCAGCA

GGAGGCTAGCAACAGT CTTCATTCAACCGGECGT CACAATAGT GAGT ACCAATACCGT CGT
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CTGCATAATTCTCTTACTGI CATGCCATCCGTAAGATCCTTTTCTGTGACTGGTGAGTAC
GACGTATTAAGAGAATGACAGT ACGGTAGCCATTCTACGAAAAGACACTGACCACTCATG
TCAACCAAGT CATTCTGAGAATAGT GTATGCGECGACCGAGT TECTCT TGCCCGEECGT CA

AGTTGGT TCAGTAAGACT CTTATCACATACGCCGCT GECTCAACGAGAACGEGECCGCAGT
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ACACGGGATAAT ACCGCGCCACATAGCAGAACT TTAAAAGT GCTCATCATTGGAAAACGT
TGTGCCCTATTATGGECGCGGTGTATCGTCTTGAAATTTTCACGAGTAGTAACCTTTTGCA
TCTTCGCGEEECGAAAACT CTCAAGGATCTTACCGCTGT TGAGATCCAGT TCGATGTAACCC

AGAAGCCCCGCT TTTGAGAGT TCCTAGAAT GGCGACAACT CTAGGT CAAGCTACATTGGG

B
S
[

—sps >

I
ACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGT TTCTGGGT GAGCA

TGAGCACGT GGGT TGACTAGAAGT CGTAGAAAAT GAAAGT GGT CGCAAAGACCCACT CGT

AAAACAGGAAGGCAAAAT GCCGCAAAAAAGGEGAAT AAGGECGACACGGAAATGT TGAATA

--------- T e T I L
TTTTGTCCTTCCGTTTTACGECGTITTTTTCCCTTATTCCCGCTGTGCCTTTACAACTTAT
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CTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGT TATTGTCTCATGAGC

GAGTATGAGAAGGAAAAAGT TATAATAACT TCGTAAATAGT CCCAATAACAGAGTACTCG

GGATACATATTTGAATGTATTTAGAAAAATAAACAAAT AGEEGT TCCGCGCACATTTCCC

CCTATGTATAAACTTACATAAATCTTTTTATTTGI TTATCCCCAAGGCGCGT GTAAAGGG
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5821 --------- PU— S + 5850
TCCGCATAGT GCTCOGGGAAAGCAGAAGTT

Enzymes that do cut:

Aat | | Accl Aci | AFLTI Agel Al ul Al'w Al w21l
Al w44l Al WNI ApaBl Apol Aval Aval | Bael BanHl
Banl Banl | Bbsl Bbvl Bccl Bce83l Bcef | Bcgl
Bcgl Bel | Bf al Bgl | Bgl I | Bpm BpulOl Bsal
BsaAl BsaBI BsaHl BsaJl BsaW Bscd Bsgl Bsi |
Bsi El Bsl | Bsml BsmAl BsntI Bsp24l Bspl286l Bspd
BspM Bsr | Bsr Bl Bsr DI Bsr Fl BssHI I Bst 1107l Bst El |
Bst XI Bst YI Bsu36l Cac8l d al Cvi Jl Qvi Rl Ddel
Dpnl Dr al Dralll Dr dl Drdl | Dsal Eael Eagl
Eaml105I Ear | Ecil Eco47l11 Eco57I EcoNl Eco0109l EcoRl
EcoRI | EcoRV Esp3l Faul Fokl Fspl Cdi || Hael
Hael | Hael I | Hgal Hgi El'| Hhal Honcll HndllIl Hi nfl
Hpal Hphl Ital Kpnl Mael | Mael | | Mool | M ul
Mrel wnl | Msel MBI | Vs pl MspAll Munl Mnol
Nar | Nci | Ncol Ndel NgoAl V Nhel N al Il N al V
Not | Nr ul Nsi | Nspl NspV Pfl 1108l PfIM Pl el
P | PshAl Psp5I 1 Pspl406l Pst | Pvul Rcal Rl eAl
Rsal Sacl | Sal | Sau96l Sau3Al Scal Scr FI SexAl
Sf aNI Sfcl Sgr Al Smal SnaBl Sphl Sspl Styl
Taql Taql | Taql | Tfil Thal Tsp45l Tsp5091 Tthlllll
Vspl Xbal Xhol Xmml

Enzymes that do not cut:

Af LTI Apal Ascl Avrll BpullO2l BseRl BspEl BspLU11l

Bsrd Fsel Mscl Pacl Prel Pvul | Rsrl | Sacl
Sapl Sfil Sof | Spel Srfl Sse8387I St ul Sunl
Swal  Tth111l Xem

Enzynes excluded; MnCuts: 1 MaxCuts: 3

Aci | Al ul Alw Al w21l ApaBl Apol Aval | Banl
Bbsl Bbvl Bccl Bce83l Bcef | Bcgl Bcgl Bf al

Bgl | BsaAl BsaHI BsaJdl BsaW Bscd Bsi El Bsl |
BsmAl BsntI Bsp24l Bspl286l Bsr | Bsr DI Bsr Fl Bst Yl
Cac8l Cvi Jl Qvi Rl Ddel Dpnl Dr al Eael Eci |
Eco471 11 Eco571 EcoQ109l EcoRl | Faul Fokl Gdi || Hael

Hael | Hael I | Hgal Hhal Hi ncl | Hi nf | Hphl Ital



Mael | Mael I | Mool | Mrel vhi | Msel MBI | Vs pl

MspAll Mnol Nar | Nci | NgoAlV N alll N al V Nspl
Pl el Pspl406l Rcal Rsal Sau96l Sau3Al Scr Fl Sf aNI
Sfcl Styl Taql Taql | Taql | Tfil Thal Tsp45l

Tsp5091 Tthi1lll



